Key indicators: single-crystal X-ray study; T = 294 K; mean (C-C) = 0.002 Å; R factor = 0.049; wR factor = 0.133; data-to-parameter ratio = 17.1.
Mo K radiation = 0.08 mm À1 T = 294 (2) K 0.24 Â 0.20 Â 0.10 mm
Data collection
Bruker SMART CCD diffractometer Absorption correction: multi-scan (SADABS; Bruker, 1997) T min = 0.971, T max = 0.992 3003 measured reflections 1114 independent reflections 644 reflections with I > 2(I) R int = 0.045 Refinement R[F 2 > 2(F 2 )] = 0.048 wR(F 2 ) = 0.133 S = 1.03 1114 reflections 65 parameters H-atom parameters constrained Á max = 0.15 e Å À3 Á min = À0.13 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Symmetry code: (i) Àx þ 3 2 ; y À 1 2 ; Àz À 1 2 .
Data collection: SMART (Bruker, 1997) ; cell refinement: SAINT (Bruker, 1997) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Bruker, 1997) ; software used to prepare material for publication: SHELXTL).
Supplementary data and figures for this paper are available from the IUCr electronic archives (Reference: HB2685). The title compound, (I), which was first prepared by Westman & Kober (1964) , is as a intermediate in the synthesis of 6,7-dihydro-5H-cyclopenta[b]pyridine ramification. We report here its structure ( Fig. 1) . For a related structure, see Chen et al. (2007) .
The complete molecule of (I) is generated by crystallographic 2-fold symmetry, with the C=O group lying on the rotation axis. In the crystal, weak C-H···N interactions (Table 1 ) lead to zigzag chains of molecules.
Experimental
The title compound was prepared according to the method of Westman & Kober (1964) . Colourless blocks of (I) were obtained by slow evaporation of a methanol solution (m.p. 335-336 K).
Refinement
All the H atoms were positioned geometrically (C-H = 0.97-0.98 Å), and refined as riding with U iso (H) = 1.2U eq (C). Fig. 1 . A view of the molecular structure of (I). Displacement ellopsoids are drawn at the 40% probability level and H atoms are shown as small spheres of arbitrary radius. Symmetry code: Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Figures
(i) 2 − x, y, 1/2 − z. 3,3'-(2-Oxocyclopentane-1,3-diyl)dipropanenitrile
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
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